
 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

S1 Fig. Mass spectrometry analysis of phosphorylated CKβ. Fifteen peptide fragments 
were found to be phosphorylated; the range of the ion score was from 4 to 38. A total of 13 
peptide fragments covered the amino acid sequence Arg 36 to Arg 43 (RRASSLSR). 
  


