Supplementary tables 2 & 3

Supplementary Table 2: Divergence, diversity, and divergence to diversity (D) estimates calculated for neuronal enriched expressed genes and endothelial enriched expressed genes measured in Brodmann area 9 and Brodmann area 46. We calculated D, the average squared differences in expression between species (divergence) divided by the average squared differences in expression within species (diversity) for each data set and cell type. 95% confidence intervals for these estimates were determined by bootstrapping over individuals and genes (for divergence) and over genes (for diversity) 10,000 times, using the 2.5% and 97.5% quantiles of the bootstrap distribution as lower and upper bounds. The numbers in brackets indicate the 95% intervals of the estimates. H = human; C = chimpanzee; R = rhesus macaque.

	
	Neuronal enriched expressed genes
	Endothelial enriched expressed genes

	
	Diversity
	Divergence
	D
	Diversity
	Divergence
	D

	H-C (BA9)
	0.08

[0.08; 0.09]
	0.24

[0.19; 0.31]
	3.02

[2.33; 3.90]
	0.22

[0.20; 0.24]
	0.35

[0.28; 0.42]
	1.59

[1.3; 1.92]

	H-C (BA46)
	0.15

[0.14; 0.16]
	0.4

[0.32; 0.5]
	2.75

[2.19; 3.37]
	0.25

[0.23; 0.28]
	0.52

[0.39; 0.67]
	2.06

[1.55; 2.62]

	H-R (BA46)
	0.11

[0.10; 0.12]
	0.7

[0.57; 0.84]
	6.3

[5.2, 7.6]
	0.19

[0.18; 0.21]
	0.65

[0.55; 0.77]
	3.35

[2.83; 3.97]

	C-R (BA46)
	0.19

[0.17; 0.20]
	0.7

[0.57; 0.84]
	3.71

[3.04; 4.47]
	0.27

[0.25; 0.3]
	0.68

[0.56; 0.82]
	2.48

[2.04; 2.98]


Supplementary Table 3: Information on samples used for the isolation of neurons and endothelial cells
	
	Neuron
	Endothelia
	Age

(years)
	sex
	Postmortem Interval

(hours)

	Human 1
	y
	y
	45
	male
	35

	Human 2
	n
	y
	55
	male
	31

	Human 3
	n
	y
	32
	male
	13

	Human 4
	y
	y
	47
	male
	11

	Human 5
	y
	n
	46
	male
	31

	Human 6
	y
	n
	39
	female
	58

	Human 7
	y
	y
	37
	male
	30

	Human 8
	n
	y
	44
	male
	9

	Human 9
	y
	y
	34
	male
	22


